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Yee Leung, Jiang-She Zhang, and Zong-Ben Xu
AbstractÐIn pattern recognition and image processing, the major application areas of cluster analysis, human eyes seem to possess
a singular aptitude to group objects and find important structures in an efficient and effective way. Thus, a clustering algorithm
simulating a visual system may solve some basic problems in these areas of research. From this point of view, we propose a new
approach to data clustering by modeling the blurring effect of lateral retinal interconnections based on scale space theory. In this
approach, a data set is considered as an image with each light point located at a datum position. As we blur this image, smaller light
blobs merge into larger ones until the whole image becomes one light blob at a low enough level of resolution. By identifying each blob
with a cluster, the blurring process generates a family of clusterings along the hierarchy. The advantages of the proposed approach
are: 1) The derived algorithms are computationally stable and insensitive to initialization and they are totally free from solving difficult
global optimization problems. 2) It facilitates the construction of new checks on cluster validity and provides the final clustering a
significant degree of robustness to noise in data and change in scale. 3) It is more robust in cases where hyperellipsoidal partitions may
not be assumed. 4) It is suitable for the task of preserving the structure and integrity of the outliers in the clustering process. 5) The
clustering is highly consistent with that perceived by human eyes. 6) The new approach provides a unified framework for scale-related
clustering algorithms recently derived from many different fields such as estimation theory, recurrent signal processing on selforganization feature maps, information theory and statistical mechanics, and radial basis function neural networks.
Index TermsÐHierarchical clustering, scale space theory, cluster validity.
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INTRODUCTION

D

ATA clustering aims at the partitioning of a given data
set with known or unknown distribution into homogeneous subgroups. Such a problem is rampant in various
applications such as pattern recognition, image processing,
data transmission, and data storage in physical and
biological systems. Literature on clustering techniques and
their applications, especially in pattern recognition, is
voluminous (see, for example, [1], [2], [3]).
Clustering algorithms in the literature can generally be
classified into two types: hierarchical clustering and
partitional clustering. The output of a hierarchical clustering algorithm is a dendrogram, which is a tree showing a
sequence of clusterings with each clustering being a
partition of the data set [4], [5], [6], [7], [8]. According to
the structure adopted, hierarchical clusterings may be
further categorized into nested hierarchical clustering and
nonnested hierarchical clustering. In nested hierarchical
clustering, each small cluster fits itself in whole inside a
larger cluster at the merging scale (or threshold) and every
datum is not permitted to change cluster membership once
assignment has been made. In nonnested hierarchical
clustering, a cluster obtained at small scale may divide
itself into several parts and fit these parts into different
clusters at the merging scale and, therefore, each datum is
allowed to change its cluster membership as scale varies.
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The algorithms proposed in [3], [9], [10], [11], [12], [13] all
generate nonnested hierarchical clusterings, while clusterings generated by SLINK [4], [5], COMLINK [4], [5], [6], [7],
and MSTCLUS [4], [8], as well as those in [14], [15], are all
nested hierarchical clusterings.
The partitional clustering techniques partition the data
set into a small number of clusters. Unlike results obtained
by hierarchical techniques, output of a partitional clustering
algorithm is only a single partition of the data set. The
majority of partitional algorithms obtain the partition
though the minimization of some suitable measures such
as the cost functions. K-means clustering [4], [16], FORGY
[4], [16], ISODATA [4], [16], [17], WISH [4], [16], and fuzzy
ISODATA [18], for example, are essentially based on the
minimization of a square-error function. Since the minimization problems involved are, in general, NP-hard and
combinatorial in nature, many techniques, such as simulated annealing [19], deterministic annealing [20], and
EM algorithm [21], are often required to solve them with
lower computation overhead.
There are several commonly recognized deficiencies in
the existing clustering methods:
1.
2.
3.

Clustering results are sensitive to initialization.
Different initial configurations may lead to different
partitions due to multimodality of the cost function.
Global optimum is not guaranteed when global
minimization problems are involved.
Perhaps most importantly, the algorithms do not
provide formal cluster validity checks (i.e., they do
not entertain questions such as:
a.
b.
c.
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Do the data exhibit a predisposition to cluster?
How many clusters are present in the data?
Are the clusters yielded real or merely artifacts
of algorithms?
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d.

Which partition or which individual cluster is
valid?).
Cluster validity is a vexing but very important problem
in cluster analysis because each clustering algorithm always
finds clusters even if the data set is entirely random. While
many clustering algorithms can be applied to a given
problem, there is in general no guarantee that any two
algorithms will produce consistent answers. This should
make cluster validity check an essential requirement of any
algorithm. One widely used strategy is to employ visual
processing to examine distributions on each separate
variable by ways such as histograms and nonparametric
density estimates and plots of each pair of variables using
scattergram. However, visual processing is intuitively
employed in these techniques without any theoretical basis.
Another developed strategy out of this difficulty is to
produce clustering algorithms based directly on the laws of
psychology of form perception. Zahn [8] has proposed a
clustering algorithm based on the laws of Gestalt psychology of form perception. The algorithm is a graphical one
which is based on the minimal spanning tree and attempts
to mechanize the Gestalt law of proximity, which says that
perceptual organization favors groupings representing
smaller interpoint distance. Zahn's algorithm has a strong
influence on cluster analysis. Many algorithms have been
developed on the basis of similar ideas. However, Zahn's
algorithm is derived from Gestalt psychology laws in a
heuristic way since Gestalt laws cannot be represented in an
accurate computational model. This inaccuracy makes it
difficult to establish a formal and efficient cluster validity
check.
In recent years, physiological discoveries and researches
in computer-aided neuroanatomy have advanced several
quite accurate computational models of primary visual
system, each modeling some parts of the human visual
system at a particular level of details. Among them is scale
space theory, which models the blurring effect of lateral
retinal interconnection by applying Gaussian filtering to a
digital image [22], [23], [24], [25], [26], [27], [28]. In fact, the
theory sheds light on the way we cluster data, regardless of
whether they are digital images or raw data. It also renders
a biological perspective on data clustering. Through
evolution and training, our visual system has become
optimal in the clustering of images. Therefore, clustering of
nonimage or high-dimensional data should more or less
bear the blueprint of the visual system and is directly or
indirectly influenced by the way we cluster image data.
Hence, we may expect that psychovisual criteria provide
relevant guides to our clustering of nonimages or highdimensional data.
The purpose of this paper is to develop a new approach
to data clustering based on scale space theory. In our
approach, a data set can be considered as an image with
each datum being a light point attached with a uniform
luminous flux. As we blur this image, each datum first
becomes a light blob. Throughout the blurring process,
smaller blobs merge into larger ones until the whole image
contains only one light blob at a low enough level of
resolution. If we equate each blob with a cluster, the above
blurring process will generate a hierarchical clustering with
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resolution being the height of a dendrogram. The blurring
process is described by scale-space filtering.
The proposed approach has several advantages:
1.

The algorithms thus derived are computationally
stable and insensitive to initialization. They are
totally free from solving difficult global optimization
problems.
2. It facilitates the formulation of new cluster validity
checks and gives the final clustering a significant
degree of robustness to noise in the data and change
in scale.
3. It is more robust where hyperellipsoidal partitions
may not be assumed.
4. It is suitable for the task of preserving the structure
and integrity of the outliers in the clustering process.
5. The patterns of clustering are highly consistent with
the perception of human eyes.
6. It provides a unified generalization of the diversely
derived algorithms in [11], [12], [13], [14], [15].
In Section 2, we describe briefly the scale space theory
and show how we can relate this theory to data clustering.
Extended on the scale space theory, we construct in Section 3
the theory and algorithms of hierarchical clusterings.
Cluster validity checks and procedures for the selection of
ªgoodº clusterings are presented in Section 4. In Section 5, a
numerical simulation and an application in multidimensional clustering are used to illustrate the performance of
the algorithms. Relationships between the proposed algorithms and other scale-based algorithms are discussed in
Section 6. To substantiate our theoretical arguments, some
applications of the theory are presented in Section 7. A
summary is given in the final section to conclude the paper.

2

SCALE SPACE THEORY

Let us first consider a two-dimensional image given by a
continuous mapping p x : R2 7! R. In scale space theory,
p x is embedded into a continuous family P x;  of
gradually smoother versions of it. The original image
corresponds to the scale   0 and increasing the scale
should simplify the image without creating spurious
structures. If there are no prior assumptions that are
specific to the scene, then it is proven that one can blur
the image in a unique and sensible way in which P x;  is
the convolution of p x with the Gaussian kernel, i.e.,
Z
kyk2
1
1
e 22 dy;
P x;   p x  g x;   p x y 2
 2
kxk2

e 22 ;
where g x;  is the Gaussian function g x;   p1
22
 is the scale parameter, x; -plane is the scale space, and
P x;  is the scale space image. It should be noted that there is
a direct relation with neurophysiological findings in animals
and psychophysics in man supporting this theory [29].
For each maxima y 2 R2 of p x, we define the
corresponding light blob as being a region specified as
follows:
By  fx0 2 R2 : lim x t; x0   yg;
t!1

2
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where x t; x0  is the solution of the gradient dynamic
system
 dx
dt  5x p x
3
x 0  x0 :
In what follows, y is referred to as the blob center of By . All
blobs in an image produce a partition of R2 with each point
belonging to a unique blob except the boundary points.
Remark 1. For a given function p x, its magnitude scaling
is defined as f p x with f being a strictly increasing
function. By the fact that f p x1  < f p x2  if and only
if p x1  < p x2 , we know that the blob and blob center
defined by (2) and (3) is invariant to this transformation.
This is consistent with the contrast invariance assumption in visual processing [30]. In what follows, the
logarithmic scaling is often used in the implementation
so that the gradient vector can be computed more stably.
Let p x  g x; , which contains only one blob for
 > 0. As  ! 0, this blob concentrates on a light point
defined as
 x  lim g x;  
!0

1
p 2 e
 2

kxk2
22

:

4

Mathematically, such a function is called a  function or a
generalized function.
A light point at x0 2 R2 in an image is defined as a
 function situated at x0 , i.e.,  x x0 , and  x x0 
satisfies
g x;    x

x0   g x

x0 ; ;

5

where g is the Gaussian function. From (5), we can see that
if we blur a light point, it becomes a light blob again.
In our everyday visual experience, blurring of an image
leads to the erosion of structure: Small blobs always merge
into large ones and new ones are never created. Therefore,
the blobs obtained for images P x;  at different scales
form a hierarchical structure: Each blob has its own survival
range of scale; large blobs are made up of small blobs. The
survival range for a blob is characterized by the scale at
which the blob is formed and the scale at which the blob
merges with others. Each blob manifests itself purely as a
simple blob within its survival range of scale.
We now relate such a blurring process with the process
of clustering.
If p x is a probability density function from which the
data set is generated, then each blob is a connected region
containing a relatively high density probability, separated
from other blobs by a boundary with relatively low-density
probability. Therefore, each blob is a cluster as defined in
[31]. All blobs together produce a classification of a data
space which provides a clustering for the data set with
known distribution p x.
For a given data set X  fxi 2 R2 : i  1; . . . ; Ng, the
empirical distribution for the data set X can be expressed as
pbemp x 

N
1X
 x
N i0

xi :

6
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The image corresponding to pbemp x consists of a set of light
points situated at the data set, just like a scattergram of the
data set. When we blur this image, we get a family of
smooth images P x;  represented as follows:
P x;  

N
1X
1
p 2 e
N i1  2

kx xi k2
22

:

7

The family P x;  can be considered as the Parzen
estimation with Gaussian window function. At each given
scale , the scale space image P x;  is a smooth
distribution function so that the blobs and their centers
can be determined by analyzing the limit of the solution
x t; x0  of the following differential equation:
8
N
kx xi k2
P
< dx
xi x
1
p 2 e
22

5
P
x;


2
x
dt
 N
 2
8
i1
:
x 0  x0 :
When a distribution p x is known, but contains noise or
is indifferentiable, we can also use scale space filtering
method to erase the spurious maxima generated by the
noise. In this case, the scale-space image is
Z
kx yk2
p y
9
p 2 e 22 dy
P x;   p x  g x;  
 2
and the corresponding gradient dynamical system is given
by:
(
R p y y x kx yk2
dx
p
e 22 dy
dt  5x P x;  
10
 22 2
x 0  x0 :
When the noise in p x is an independent white noise
process, (9) provides an optimal estimate of the real
distribution [13].
By considering the data points falling into the same blob as
a cluster, the blobs of P x;  at a given scale produce a pattern
of clustering. In this way, each data point is deterministically
assigned to a cluster via the differential gradient dynamical
equation in (8) or (10) and, thus, our proposed scheme is a
hard clustering method. As we change the scale, we get a
hierarchical clustering. In what follows, we give a detailed
description of the clustering procedure and the corresponding numerical implementations.

3

HIERARCHICAL CLUSTERING

IN

SCALE SPACE

In scale-space clustering, we use the maxima of P x;  with
respect to x as the description primitives. Our discussion is
based on the following theorem whose proof is omitted here
due to space limitation (proof can be obtained from the
authors).
Theorem 1. For almost all data sets, we have: 1) zero is a regular
value of 5x P x; , 2) as  ! 0, the clustering obtained for
P x;  with  > 0 induces a clustering at   0 in which
each datum is a cluster and the corresponding partition is a
Voronoi tessellation, i.e., each point in the scale space belongs
to its nearest-neighbor datum, and 3) as  increases from
  0, there are N maximal curves in the scale space with each
of them starting from a datum of the data set.
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We know that the maxima of P x;  are the points
satisfying:
5x P x;   0:

11

Therefore, 0 being a regular value of 5x P x;  means that:
1) All maxima form simple curves in the scale space. 2) We
can follow these curves by numerical continuational
method [32]. 3) In terms of the criterion for cluster centers
(i.e., maximizing P x; ), there is a unique solution at small
scale with N centers and, hence, the method is independent
of initialization. In the following discussion, we always
assume that 0 is a regular value of 5x P x; .

3.1 Nested Hierarchical Clustering
For convenience purposes, we call each maximum the blob
center of the corresponding cluster (or blob) in the
following discussion.
The construction procedure of a nested hierarchical
clustering based on the scale-space image is as follows:
1.

At scale   0, each datum is considered as a blob
center whose associated data point is itself.
2. As  increases continuously, if the blob center of a
cluster moves continuously along the maximal curve
and no other blob center is siphoned into its blob,
then we consider that the cluster has not changed
and only its blob center moves along the maximal
curve. If an existing blob center disappears at a
singular scale and falls into another blob, then the
two blobs merge into one blob and a new cluster is
formed with the associated data points being the
union of those of the original clusters.
3. Increase the scale until the whole data set becomes
one single cluster. This stopping rule is well-defined
because we have only one blob in the data space
when scale is large enough.
In this way, a hierarchical clustering dendrogram is
constructed with scale as height. Such a hierarchical
clustering dendrogram may be viewed as a regional tree
with each of its nodes being a region so that data falling
within the same region form a cluster. Therefore, the nested
hierarchical clustering thus constructed provides a classification of the data space. In the one-dimensional case, such a
regional tree is in fact an interval tree, as is shown in Fig. 4c.

3.2 Nonnested Hierarchical Clustering
Nested hierarchical clustering has been criticized for the
fact that, once a cluster is formed, its members cannot be
separated subsequently. Nevertheless, we can construct a
nonnested hierarchical clustering which removes such a
problem. In a nonnested hierarchical clustering, we partition the data set X  fxg at a given scale by assigning a
membership to each datum x0 2 X according to (2). This
process is similar to how we perceive the data set at a given
distance or a given resolution. Clusterings obtained at
different scales are related to each other by the cluster
center lines. As  changes, a nonnested hierarchical
clustering is obtained since each datum may change its
membership under such a scheme. The evolution of the
cluster centers in the scale-space image may be considered
as a form of dendrogram. By Theorem, 1 we know that 0 is a

regular value of 5x P x;  for almost all data sets. This
means that cluster centers form simple curves in the scale
space which can be computed through the path that follows
the solutions of the equation 5x P x;   0 by the continuational method [32].
Nonnested hierarchical clustering is more consistent
with that obtained by the human eye at different distance
or different resolution, while nested hierarchical clustering
has a more elegant hierarchical structure.

3.3

Numerical Solution for Gradient
Dynamic System
In the proposed clustering method, clusters are characterized by the maxima of P x;  and the membership of each
datum is determined by the gradient dynamical system in
(8) or (10). Since the solution of the initial value problem of
(8) or (10) cannot be found analytically, some numerical
methods must be used. If the Euler difference method is
used, the solution of (8) or (10), x t; x0 , is then approximated by the sequence fx ng generated in one of the
following difference equations:
8
x n  1 x n  h 5x p x n; 
>
>
>
>
<
N
h X
xi x n kx n 2xi k2
2
12
e
x n  2
p
>
 N i1  22
>
>
>
:
x 0  x0 ;
or

(
x n  1  x n  h2
x 0  x0 ;

R

p y y

x ne

kx n yk2
22

dy

13

where h is the step length.
If the magnitude of P is scaled by the logarithmic
function, i.e., lg P , the corresponding gradient dynamical
system of (8) and (10) becomes:
N
P

xi

dx
1
 i1 N
P
dt 2
i1

xe
e

kx xi k2
22

kx xi k2
22

;

14

and
kx yk2
R
dx
1 p y y xe 22 dy
;

kx yk2
R
dt 2
p ye 22 dy

15

and the discrete approximations to (14) and (15) then
become:
N
P

x n  1  x n 

h i1
2

xi
N
P
i1

x ne
e

kx n xi k2
22

kx n xi k2
22

;

16

or
kx n yk2
R
22
dy
h p y y x ne
:
x n  1  x n  2
kx n yk2
R

22
dy
p ye

17
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Setting the step length h  2 in (17), we get
N
P

x n  1 

xi e

i1
N
P

i1

e

3.

kx n xi k2
22
kx n xi k2
22

4.
:

18

Such an iteration can be interpreted as an iterative local
centroid estimation [13], [33], [34], [35], [36].
When the size of the data set is large or the data are given
in a serial form, we can use the stochastic gradient descent
algorithm to search the blob center and determine the
memberships of the data. In fact, our aim is to find the
maximum of P x;  which can be represented as (see (9)):
P x;   Efe

kx yk2
22

g;

19

where Efg is the expectation of the density of the data set y.
By the theory of stochastic gradient descent algorithm, the
blob center of a datum x0 can be obtained by the following
iteration initialized at x0 :
x n  1  x n  h n x n

x ne

kx n x n k2
;
22

20

1
:
1n

21

Finally, we associate the datum x0 with a center x if
x n initialized from x0 converges to x . In practice, we
define x n  1 as a blob center if kx n  1 x nk < 
or k 5x p x n  1k < , where  is a small positive value
which may vary with problems. If two centers x1 and x2
satisfy kx1 x2 k < , we consider them as one blob
center.

3.4 Implementation of Hierarchical Clustering
There are several ways to implement the proposed
hierarchical clustering. The first one uses the path-following
algorithm to trace the blob centers along the maximal
curves. When a singular scale at which a blob center
disappears is encountered, we find the new blob center by
solving the differential equation (8) or (10) with initial value
x0  x and follow the new blob center by the pathfollowing algorithm again.
Parallel to existing algorithms in [14], [15], the second
method uses the discretization of scale and an iterative
scheme which works as follows:
ALGORITHM IÐNested Hierarchical Algorithm
1.
2.

Given a sequence of scales 0 ; 1 ;    with 0  0. At
0  0, each datum is a cluster and its blob center is
itself. Let i  1.
Find the new blob center at i for each blob center
obtained at scale i 1 by one of the iterative schemes
in (12), (13), (14), (15), (16), (17), (18). Merge the
clusters whose blob centers arrive at the same blob
center into a new cluster.
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If there are more than two clusters, let i : i  1, go
to 2.
Stop when there is only one cluster.

ALGORITHM IIÐNonested Hierarchical Algorithm
1.
2.

Given a sequence of scales 0 ; 1 ;    with 0  0.
At 0  0, each datum is a cluster and its blob center
is itself. Let i  1.
3. Cluster the data at i . Find the new blob center at i
for each blob center obtained at scale i 1 by one of
the iterative schemes in (12), (13), (14), (15), (16), (17),
(18). If two new blob centers arrive at the same point,
we consider that the old clusters disappear and a
new cluster is formed.
4. If there are more than two clusters, let i : i  1, go
to 2.
5. Stop when there is only one cluster.
When the size of the data set is very large, we can
substitute each datum in the iterative scheme in (12), (13),
(14), (15), (16), (17), (18) with its blob center and i with
i i 1 in Step 2 to reduce the computational cost of the
above algorithm. For example, (18) becomes
Ni
P

where x n is the nth randomly chosen member of X or the
nth datum generated according to the distribution p x to
be presented to the algorithm and h n is the adaptive step
length chosen as
h n 
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x n  1 

j1

kj pj e

Ni
P
j1

kj e

kx n pj k2
22

kx n pj k2
22

;

22

where pj is blob center j obtained at scale i , Ni is the
number of pj , kj is the number of data points in the blob
whose center is pj and   i i 1 . Since Ni is usually
much smaller than N, the computational cost can be
reduced significantly.
In practical applications, i should increase according to
i

i

1

 ki 1 :

23

This comes from the requirement of accuracy and stability of
the representation, as proven in [24]. In psychophysics,
Weber's law says that the minimal size of the difference 4I
in stimulus intensity which can be sensed is related to the
magnitude of standard stimulus intensity I by 4I  kI,
where k is a constant called Weber fraction. Therefore,
psychophysical experimental results may be used to propose
a low bound for k in the algorithms since we cannot sense the
difference between two images p x; i 1  and p x; i  when k
is less than its Weber fraction. For instance, k  0:029 in (23)
is enough in one-dimensional applications because scale  is
the window length in the scale space and the Weber fraction
for line length is 0.029 [30].
Other implementations of our proposed hierarchical
clustering may include the algorithms proposed in [11],
[12], [13], [14], [15] and are not elaborated here.

4

CLUSTER VALIDITY

For any given data set X, we can always construct
hierarchical clusterings by the algorithms previously
proposed, even though there is no structure inside the
data. Therefore, if we wish to successfully apply these
algorithms to practical problems, we should first answer the
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cluster validity questions raised in the introduction.
Literature trying to answer the validity questions for
various clustering algorithms is voluminous. In this paper,
we will tackle these questions on the basis of human visual
experience: The real cluster should be perceivable over a
wide range of scales. This leads us to adopt the notion of
ªlifetimeº of a cluster as its validity criterion: A cluster with
longer lifetime is preferred to a cluster with shorter lifetime.
Such a point of view is also supported by Witkin's empirical
observation ªthat survive over a broad range of scale tend
to leap out at the eye,...º in [22], [23].
In what follows, we first define the notion of lifetime of a
cluster and lifetime of a clustering in the more general sense
by including nonnested hierarchical clustering. Then, the
lifetime of a cluster is used to test the ªgoodnessº of a
cluster and the lifetime of a clustering is used to determine
the number of clusters in a specific pattern of clustering.

4.1

Lifetime, Compactness, Isolation, and
Outlierness
We first define the lifetime of a cluster and a clustering and
then show why logarithmic scale is used to measure
lifetime.
Definition 2. Lifetime of a cluster is defined as the range of
logarithmic scales over which the cluster survives, i.e., the
logarithmic difference between the point when the cluster is
formed and the point when the cluster is absorbed into or
merged with other clusters.
Each pattern of clustering in a nonnested hierarchical
clustering only consists of clusters which are formed at the
same scale. A pattern of clustering in a nested hierarchical
clustering, however, is a partition of the data set X which
may consist of clusters obtained at the same scale or at
different scales. In what follows, we define the lifetime for
these two kinds of clusterings, respectively.
Definition 3. Let   be the number of clusters in a clustering
achieved at a given scale . Suppose C is a clustering obtained
at  with    m. The -lifetime of C is defined as the
supremum of the logarithmic difference between two scales
within which    m.
Definition 4. Suppose a clustering C in a hierarchical clustering
contains K clusters fC1 ;    ; CK g. Denote the number of data
points in Ci by jCi j and the lifetime of Ci by li . Then, the
mean lifetime of all clusters in clustering C is defined as
K
X
jCi j
li
:
jXj
i1

24

The lifetime of clustering C is the mean lifetime of all its
clusters. If a cluster Ci is further divided into Ki subclusters
fCi1 ;    ; CiK g and the lifetime of Cij is denoted by lij , then the
mean lifetime of all its subclusters is defined as
Ki
X
j1

lij

jCij j
:
jCi j

25

Now, we interpret why logarithmic scale is used in the
above definitions.

The experimental tests in [11] show that   decays with
scale  according to:


   ce

26

if the data are uniformly distributed, where is a positive
constant related to the dimensionality of the data space. If a
data structure exists, then   is a constant over a range of
scales. So, the stability of   can be used as a criterion to test
whether the data tend to cluster, i.e., have a structure.
However, is unknown and   is only allowed to take
integers and, from (26), we can see that, even for a uniformly
distributed data set, if is small,   will be a constant over a
wide range of scales for a small ; if is large,   will also be
a constant over a wide range of scales for a large . This makes
it difficult to find the structure in the   plot. However, if the
data are uniformly distributed and we rescale  by a new
parameter k such that the number of clusters in the clustering
obtained at the new parameter k, denoted by  k, decays
linearly with respect to k, i.e.,
 k   0

k;

27

we can easily find the structure in the plot of  k. The
reason is that it is much simpler to test whether  k decays
linearly with respect to k than to test whether   decays
according to (26), in which an unknown parameter
is
involved.
Now, we derive the relationship of k and  under the
assumption that  k decays linearly with respect to k.
Suppose  relates to k through a function  k. Then, we
have
 k

 k    k  ce

:

28

Under the assumption that  k decays linearly with respect
to k, see (27), we know that
d k

dk

1:

29

From (26), we get
d k

dk

c e



d
:
dk

30

Equations (29) and (30) imply that the new parameter k
should satisfy
d
1
 e :
dk c

31

Solving this differential equation, we get
kc 1

e



:

32

Such a scaling is an ideal one, but it contains a parameter
which is usually unknown. In practice, we take the
approximation e   1   1 in (30), which does not
contain the unknown parameter , and this leads to the
logarithmic scale

k  clog ;
"
where " is a positive constant.

33
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The term k defined in (33) is called the sensation intensity
under Fechner's Law [30].
In terms of the new parameter k, lifetime should be
measured by the logarithmic scale of . While such a scaling
is used in [14], [15], no explanation such as the one
furnished above is provided in these papers.
Once a partition has been established to be valid, a
natural question that follows is how good are the individual
clusters.
The first suggested measure of ªgoodnessº of a cluster is
naturally its lifetime: A good cluster should have a long
lifetime. The other suggested measures are compactness
and isolation.
Intuitively, a cluster is good if the distance between the
data inside the cluster are small and those outside are large.
To make this idea operational, we define two measures for
the identification of good clusters. They are the compactness
and isolation of a cluster, parallel to similar notions in [14],
[15]. For a cluster Ci , they are defined as follows:
P
x2Ci

isolation  P

x

e

P
compactness  P

e

kx pi k2 =22

kx pi k2 =22

e
P

x2Ci

j

;

2.

Find the integer m such that the clustering obtained
at  with    m has the longest -lifetime.
a) In nested hierarchical clustering, clusterings
which satisfy    m are identical to each other,
so we can get a unique clustering when m is
obtained.
b) In nonnested hierarchical clusterings, clusterings
obtained at two scales 1 and 2 are usually different
from each other, even if  1    2   m. Therefore, we still need a method to find the right scale at
which a good clustering can be achieved when m is
fixed. In the present paper, we propose a method
based on the maximization of overall isolation and
overall compactness, which are defined for a
clustering achieved at  with    m as follows:
!
m
X
i
ith isolation m
37
F  

34

kx pj k2 =22

lifetime of Ci
number of data in Ci

c

 

m
X

!
ith compactness

m ;

38

i

:

35

where pi is the blob center of cluster Ci . For a good cluster,
the compactness and isolation are close to one. This
measure is dependent on the scale and will be used to find
the optimal scale at which the clustering achieved by
nonnested hierarchical clustering is good.
A data set invariably contains noisy data points or outliers.
How to detect them is an important problem in many
diagnostic or monitoring systems. In the proposed scalebased clustering algorithms, we can use the number of data
points in a cluster Ci and the lifetime of Ci to decide whether
Ci is an outlier. If Ci contains a small number of data and
survives a long time, then we say that Ci is an outlier,
otherwise, Ci is a normal cluster. Therefore, we can use
outliernessi 

1.

i

kx pi k2 =22

e
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as a test criterion for outliers, which means that an outlier is
a well-isolated group with a small number of data in a large
scale range. Since the method treats the data point as a light
point, each outlier (usually with small number of data)
should be a stable cluster in quite a large scale range. That is
to say, an outlier in general exhibits a high degree of
ªoutliernessº (whose threshold usually depends on the
applications) and this fact may be used to exclude the
outlier from estimated partition.

4.2 Clustering Selection Rules
Hierarchical clustering provides us with a sequence of
clusterings. The problem is which clustering is really good?
Now, we give several selection rules to choose a good
clustering from the sequence of clusterings in the hierarchy.
Our first rule is based on the -lifetime of clustering and
try to find a scale at which the clustering achieved has long
lifetime and high degree of compactness or isolation.

where the ith isolation and ith compactness are the
isolation and compactness of the ith cluster, respectively. By maximizing F i or F c under the
condition that    m, we can get a  at which a
partition with maximal isolation or maximal compactness is achieved. In the general case,    m is
held in an interval 1 ; 2 , therefore, we can use the
gradient descent method to optimize F i or F c . The
gradient is given by
dF =d 

m
X
i1

5xi F dxi =d;

39

where F is F i or F c , xi is the center of the ith
cluster. The term dxi =d can be obtained as follows:
We know that each cluster center xi is a maximal
point of P x;  which satisfies
5x P x;   0:

40

Differentiating the above equation, we get
5xx P x; 

dx
 5x P x;   0:
d

41

By the definition that each cluster center x is a
maximal point and under the condition that 0 is a
regular value of 5x P x; , we can prove that the
matrix 5xx P x;  is nonsingular. Solving (41), we
obtain
dx

d

5xx P x; 

1

5x P x; :

42

Finally, we obtain a  which is a minimal point of
F i or F c and we consider that the clustering
obtained at this scale is good.
We have indicated that a clustering in a nested
hierarchical clustering may consist of clusters obtained at
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different scales. Our second selection rule is used to search
a clustering with the longest lifetime in the nested
clusterings. In what follows, we use to denote the set of
all clusterings in a nested hierarchical clustering. For each
clustering Pi 2 , its lifetime is denoted by lPi . With these
notations, the aim of our second rule can be stated as
finding a clustering Pj such that
lPj  maxPi 2 lPi :

43

Since such a problem is usually difficult to solve, several
heuristic procedures may be used to solve it. Here, we
propose two greedy methods, Rule II.1 and Rule II.2: One is
to find the local maxima by a ªdepth-first searchº and the
other is by a ªbreadth-first search.º
The first procedure is similar to Witkin's ªtop-level
description.º It works as follows:
Rule II.1 (maximization with depth-first search).
1.

Initially, let P be a clustering with the whole data set
as a cluster. Assign 0 as the lifetime of this unique
cluster.
2. Find a cluster Ck in P whose lifetime is shorter than
the mean lifetime of its children and delete the
cluster Ck from P and add all children clusters of Ck
into P , i.e., the new clustering P consists of the
children clusters of Ck and other clusters except Ck .
Repeat this process until the lifetime of each cluster
in P is longer than the mean lifetime of its own
children.
Clustering obtained by this procedure is usually less
complex, i.e., with small number of clusters.
The second procedure can also considered as a ªlongestlifetime-firstº procedure [14]. It works as follows:
Rule II.2 (maximization with breadth-first search).
1.

Initialize U to be an empty set. Let C 
fC1 ; C2 ;    ; CK g be the set of all clusters in the
hierarchical clustering.
2. Pick the element Ck in C with the longest lifetime
and put it into U. Remove Ck and the clusters in C
that are either contained in or contain Ck until C is
empty. The number of elements in U is the number
of clusters and U is the corresponding clustering.
To recapitulate, in scale-space clustering, we can tackle
the cluster validity issues as follows:
1.
2.

3.

If   takes a constant over a wide range of the
scale, we say that a valid structure exists in the data,
otherwise, no structure exists in the data.
If the data do have a predisposition to cluster, the
cluster lifetime can then be used to determine the
number of clusters present in the data and the
corresponding clustering by selection Rule I,
Rule II.1, or Rule II.2.
As suggested in Rule I, we could determine the scale
 at which the clustering achieved is ªrealº or
ªgoodº by finding a clustering with maximal
-lifetime and maximal overall compactness or
isolation.

4.
5.

5

The validity of an individual cluster may be
measured by its lifetime, compactness, and isolation.
The measure of outlierness could be used to delete
noisy data points or detect outliers in a data set.

SOME EXPERIMENTAL ILLUSTRATIONS

A large number of experiments have been performed and,
due to the limitation of space, we only use two examples to
illustrate the performance of the proposed algorithms.
The first is a two-dimensional data set with 150 data
points which was generated using the five cluster Gaussian
mixture model with different shapes. Fig. 1a is the data plot
and Fig. 1b is the  k plot. From Fig. 1b, we can see that
 k has an approximately linear decrease, with scale k
between 0 < k < 60, where k  clog = with   0:1 and
c  1=log 1:05. For k > 60, the hidden data structure
appears and  k  5 has the longest -lifetime. Fig. 1c
and Fig. 1d are, respectively, the overall isolation and
overall compactness plots. F i and F c achieve their
maxima at about k  67   2:628. At this scale, the
clustering obtained by the nonnested hierarchical clustering
algorithm is consistent with that obtained by the nestedhierarchical clustering algorithm (the corresponding clustering is shown in Fig. 2b).
Fig. 2a is the evolutionary plot of the blob centers
obtained by Algorithm I. Fig. 2b is the data partition
obtained at different scales. In this example, the clusterings
obtained by Rule I and Rule II.1 and Rule II.2 are all
identical. In the general cases, such a consistency may not
hold and we should select a rule in accordance with the
application.
In the second example, we apply the scale-space
clustering algorithm to an actual Landsat TM image with
bands to show that this algorithm is capable of effective
clustering of multidimensional data.
It should be noted that if the data set X  fxi 2 Rn : i 
n
1;    ; Ng is in the space R
P,N its empirical distribution is
1
expressed as pbemp x  N i0  x xi :The scale space
image of pbemp x, P x; , can be written as
Px x;  

n
k 
1X
1
p e
N i1  2

kx xi k2
22

;

which is the convolution of pbemp x with the Gaussian
kernel

n
kxk2
1
p e 22 :
G x;  
 2
Each maxima of P x;  is considered as a cluster center and
a point in X is assigned to a cluster via gradient dynamic
equation for P x; . Since Theorem 1 holds in any
dimension, then our algorithms can straightforwardly be
extended to n-dimensional data with slight adaptation.
The study area is located in the northwest of Hong Kong,
Yeun Long, corresponding to an area of 230KM 2 on the
Hong Kong topographic maps with geographical coordinates (1130 580 E 1140 070 E to 220 210 N 220 310 N). The main
land covers include forest, grass, rock, water, built-up area,
trees, marshland, shoals, etc. They are distributed in a
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Fig. 1. (a) Plot of the data set. (b) Logarithmic-scale plot of the cluster number  k. (c) Logarithmic-scale plot of overall isolation. (d) Logarithmicscale plot of overall compactness.

complex way. The Landsat TM10 image used is from
3 March 1996 with fine weather. The image size is
455  568 pixels. In our experiment, six bands, TM1, 2, 3,
4, 5, and 7, are utilized, i.e., the clustering is done in six
dimensions.
In the test, we first cluster a data set consisting of
800 pixels randomly sampled from the image and then
assign each pixel to its nearest cluster center. Fig. 3a is the
Landsat image of Yuen Long, Hong Kong, and Fig. 3b
shows the 15-cluster solution obtained by applying the scale
space clustering algorithm to this image. The 15 clusters are
obtained from Rule II.2 and the outliers are deleted
according to their outlierness defined in (36). Compared
with the ground truth, we find that the scale space
clustering is capable of finding the fine land covers. For
example, three classes of water bodies corresponding to
deep sea water, shallow seawater, and freshwater of the

studied area have respectively been identified (Fig. 3b),
while they cannot be distinguished by ISODATA method.
In our experiments, we also find that 150 to 1,000 sample
points are usually large enough to find the land covers
contained in the image.

6

THE RELATIONSHIPS
ALGORITHMS

WITH

OTHER SCALE-BASED

Several scale-based clustering algorithms have been proposed in recent years [3], [9], [10], [11], [12], [13], [14], [15].
The scale-based algorithms in [11], [12], [13], [14], [15] are
derived from very different approaches, such as estimation
theory, self-organization feature mapping, information
theory, and statistical mechanics, as well as radial basis
function networks. Based on the algorithms developed in
the present paper, we can show that these algorithms are
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Fig. 2. (a) Evolutionary tree of cluster centers obtained by algorithm. (b) The partition of the data space obtained by the nested hierarchical clustering
algorithm at scales 0  0, 1  0:99, 2  2:38, and 3  2:628 (from bottom to top).

closely related to each other and, in fact, each of these
algorithms is equivalent to a special implementation of our
proposed algorithm.
The iterative algorithm proposed by Wilson and
Spann [13] is based on the estimation theory. This algorithm
is equivalent to using the iterative procedure in (13) with
h  2 to find the cluster center and assign membership to
the data. The idea in [13] was further developed by Roberts
[11], which is based directly on the computation of maxima
of P x;  and the stability of   is used to check the

cluster validity [11]. Therefore, both of these algorithms are
the implementations of the nonnested hierarchical clustering algorithm discussed in Section 3.1.
The algorithm proposed Taven et al. [12] is derived from
self-organization feature mapping and is equivalent to
using (22) in the algorithm with kj  1. Since each blob may
contain different number of data points, then (22) should be
more reasonable for clustering.
Wong's algorithm [14], on the other hand, is based on
information theory and statistical mechanics. This algorithm
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Fig. 3. (a) 455  568 Landsat image of Yuen Long, Hong Kong. (b) Clustering result of multispectral Ladsat image shown by the scale-space
clustering algorithm.

constructs a nested hierarchical clustering through the use of
a special iterative scheme, (18), in Algorithm I and selects the
number of clusters by Rule II.2. Therefore, our method can be
considered as a generalization of Wong's algorithm.
The algorithm proposed by Chakravarthy and Ghosh
[15] is derived from the radial basis function neural
network. This algorithm constructs a hierarchical clustering
in a way very similar to Wong's method, but the stochastic
gradient descent procedure in (20) is used.
The above discussion shows that the proposed algorithms are the natural extensions of these algorithms, but
they at the same time provide a unified framework. It
appears that scale-space clustering can be applied to diverse
fields of research. Several other scale-based algorithms have
also been proposed recently. In the adaptive K-means
algorithm introduced in [10], a scale parameter r is used in
the K-means algorithm as a limit to when a new cluster
should start. Another scale-based algorithm called treestructured deterministic annealing method is proposed in
[9]. This probabilistic algorithm uses the minimum crossentropy inference to solve the clustering problem subject to
a tree structure. The third scale-based algorithm is based on
the physical properties of an inhomogeneous ferromagnet.
Both algorithms use temperature as the scale parameter.
Except for the use of an explicit scale parameter, these
works, in fact, have little relevance not only to each other,
but also to the other scale-based algorithms in [11], [12],
[13], [14], [15] and our proposed algorithms.

7

SEVERAL THEORETIC APPLICATIONS

In this paper, we have derived a clustering method directly
from one of the computational vision models: the scalespace filtering theory. Thus, many theoretical results
developed in this theory and visual systems can be used
as tools to devise new algorithms and analyze related
clustering algorithms. In this section, we will show, as a
demonstration how, to

1.
2.
3.
4.

7.1

construct an interval tree for one-dimensional data
set based on the simplicity of maximal curves which
can be derived from Theorem 1 (Section 7.1);
interpret why a pitchfork merging is seldom
observed in scale-space clustering [14], [15] based
on the conclusion of Theorem 1 (Section 7.2);
correct a theoretical result obtained by Roberts [11]
through a counter example given in [36], [37]
(Section 7.3);
determine the discrete schedule of scale parameter
based on a psychophysical law (Section 7.4).

Construction of Interval Clustering Tree
in One-Dimensional Case
Parallel to Witkin's work [22], [23], we can construct an
interval clustering tree for a one-dimensional data set based
on scale space theory. Without loss of generality, we assume
that the data set is the whole x-axis and the scale-space
image is p x; . From the theory of scale space filtering, the
minima of p x;  form simple curves in the x; -plane.
Each curve is rooted at   0, grows monotonically to
infinity, or disappears at some scale. This result can be
obtained under the assumption that 0 is a regular value of
dp=dx. At a given scale, there is an unique maximum to
which every datum between two neighboring minima
converges. This allow us to form a clustering at each given
scale by one of the following rules: 1) The points fall into the
interval bounded by the roots of two neighboring minima is
a cluster and 2) the points fall into the interval bounded by
two neighboring minima is a cluster.
Based on the simplicity of the minimal curves, the first
rule results in a nested interval hierarchical clustering (see
Fig. 4c), while the second rule generates a nonnested
hierarchical clustering (see Fig. 4d). We call such a
hierarchical clustering a clustering interval tree. The
clustering interval tree differs from the interval tree
proposed by Witkin in purpose and substance. While
Witkin's interval tree is used to describe the signal, the
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Fig. 4. (a) Histogram of Fisher's Iris petal width data. (b) Zero-crossings of dp=dx with p being the scale space image generated from Fisher's Iris
petal width data. The dotted lines are the minimal curves and the solid lines are the maximal curves, i.e., blob centers at different scales. (c) Nested
hierarchical clustering interval tree for Fisher's Iris petal width data. (d) Nonnested hierarchical clustering interval tree for Fisher's Iris petal width
data.

purpose of the proposed clustering interval tree is to
partition the data space according to the probability
distribution. We use the minimal curve of distribution
P x;  to construct the binary clustering tree; Witkin, on the
other hand, uses the contour of extrema in the signal to
construct the ternary interval tree.
As an illustration, we construct a clustering interval tree
for the petal width data coming from the well-known Fisher
Iris data. Fig. 4a is the histogram of this data set, and Fig. 4b
is the plot of zero-crossings of dp=dx. The dotted curves in
Fig. 4b are the minimal curves and the solid curves are the
maximal curves. Fig. 4c is the clustering interval tree of
Fisher's Iris pedal width data. Fig. 4d is a plot of the

nonnested hierarchical clustering interval tree for Fisher's
Iris petal width data.
The original Fisher Iris data contains measurements of
three species of iris with four features (petal length, petal
width, sepal length, and sepal width) in each pattern. From
Fig. 4c, we can see that, at   0:12, three clusters are
obtained and the resulting clustering only commits six
mistakes, but the standard clustering algorithms usually
commit 16 to 17 mistakes [15]. A perfect classification can be
obtained by the scale-space clustering algorithms (see [15])
if four features are considered and one rescaling scheme is
used. The algorithms using Iris data as a benchmark
example can be found in [38], [39].
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Interpretation of Why Pitchfork Merging Is
Seldom Observed
In hierarchical clustering based on scale-space filtering,
there are two possible types of mergings as  increases:
1) pitchfork merging and 2) saddle-node merging. In a
pitchfork merging, two cluster centers smoothly merge into
one supercluster center, while, in a saddle-node merging, a
cluster center suddenly disappears and is siphoned into
another cluster center. It has been observed that saddlenode merging is most frequent, but so far no theoretical
result has been proposed to interpret this phenomenon [14],
[15]. From Theorem 1, we know that, for almost all data
sets, 0 is a regular value of 5x P x; . This implies that, for
almost all data sets, we can only observe saddle-node
merging since a pitchfork merging means that 0 is not a
regular value of 5x P x; . Therefore, Theorem 1 provides a
theoretical interpretation of this observation.
7.3 Decrease of the Number of Clusters
From the theoretical point of view, in order to guarantee
that we can obtain a meaningful hierarchy, we should
require that the number of cluster centers (i.e., the maxima
of P x; ),  , decreases as  increases. Roberts [11] has
recently attempted to prove that  1    2  for all 2 <
1 in any dimensions. However, one simple example has
been given in [36], also see [37], which shows that this does
not hold, even in the two-dimensional case. Based on
Theorem 1, we can prove that, in the one-dimensional case
and for almost all data sets,   decreases as  increases.
Nevertheless, we cannot extend our proof to higher
dimensions.
It should be noted that such a problem does not exist in
the nested hierarchical clustering algorithm.
The Increasing Schedule of the Scale Sequence
Used in [14], [15]
In both algorithms proposed in [14] and [15], the scale
sequence i is given by
i  1; 2;    ;

1.
2.

3.

44

where h > 1 is a constant. However, no interpretation is
provided to explain why such a schedule should be
adopted. In scale-space theory, this can be explained as
the requirement of accuracy and stability of the representation, as proven in [24]. It is because (44) is equivalent to
i1 i
h
i

1

45

and this corresponds to the ªnatural scaleº in the resolution
axis [24]. Based on Weber's law, we can suggest a lowbound for h in practical applications, as detailed in
Section 3.5.

8

REMARKS

AND

CONCLUSION

We have proposed in this paper a new approach to data
clustering based on scale space theory. By mimicking how
human eyes unravel intrinsic structures in images, clustering by scale-space filtering performs clustering through a
blurring process which treats a data set as an image with
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each datum being a light point attached with a uniform
luminous flux. Blobs (clusters) form throughout the blurring
process, with smaller ones merging to larger ones along the
merging scale until the whole image contains only one light
blob (cluster) at a low enough resolution. A hierarchical tree
of clustering which gives a family of realistic data clustering
is thus obtained. The approach advances a method of
clustering with a psychophysiological basis and interpretation. It also provides a way to solve the vexing problem of
cluster validity checks and establishes a unifying framework
for other scale-based algorithms.
From the proposed approach, we can get a family of
clustering algorithms by employing different numerical
difference methods to solve the gradient differential
equation in (8) or (10). We can also use other high order
optimization methods, such as conjugate gradient and
quasi-Newton-like methods, to construct new clustering
algorithms. If the data consist of long and thin clusters, we
can make use of Mahalanobis distance instead of Euclidean
distance in the algorithms and the covariance matrices can
be estimated iteratively with a particular regulation
technique if too few data is contained in a given cluster.
In this paper, several illustrative examples and a test on
remote sensing images have been given with convincing
results. We have also tested different implementations of
scale-space clustering on the generated data sets and the
remotely sensed images and the results will be reported in
another paper. These results in brief show that:

7.4

i1  hi ;
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Lifetime is a suitable cluster-validity criterion. This
can also be observed in Fig. 2.
The algorithms are robust to the variation of cluster
shapes, it can even be non-Gaussian. This is mainly
because the objective function in (7) is the density
distribution estimate and the algorithm is a ªmodeseekingº one which tries to find the dense regions.
This phenomenon can also be seen in Fig. 1, where
data are of different shapes.
The algorithms are insensitive to outliers because
outliers can easily be detected in these algorithms.
From (7) and (8), we can see that the influence of one
point on
a given cluster center is proportional to
d2
2

O de , with d being 2the distance between them.
d
When d is large, O de 2  is very small. An outlier is
usually very far from the cluster centers, so it has
little influence on the estimation of the cluster center.
On the other hand, the normal data points are
usually far away from the outlier, so they have little
influence on an outlier. That is to say, an outlier can
survive for a long time as a cluster, therefore, it has
large outlierness (see (36)) and can easily be
detected. This technique has been successfully used
to process data related to Fig. 3. Since outlier
detection is theoretically predictable, we then need
not to provide an empirical study for illustration.
Since the proposed algorithm allows cluster in a
partition to be obtained at different scales, more
subtle clustering, such as the classification of land
covers, can be obtained.
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The algorithms work equally well in small and large
data sets with low and high dimensions.
Some main concepts and ideas discussed in this paper
are not entirely new. For example, the scale-space theory is
developed in image and signal processing [22], [23], [24],
[25], [26], [27], [28]. The ªmode-seekingº or ªpeak-seeingº
idea has been widely used to define clusters and construct
clustering algorithms in pattern recognition and image
processing for quite a long time and it has been used in
scale-related clustering in [11], [15]. The stability of   as a
measure of clustering validity is also used in [11], [12], [13],
[14], [15], the lifetime for a cluster in a nested hierarchical
clustering is suggested in [14] in the terminology of
ªrobustness of a good cluster,º and the lifetime of a
partition at a given scale in a nested hierarchical clustering
is introduced in [12]. Furthermore, the logarithmic discretization scheme for the scale parameter is also used in
[12], [14], and [15].
The main contribution of this paper is that we bring all
these ideas together into a unified whole, provide a
thorough consolidation of such related works, and then
formulate a generalized framework for scale-space clustering algorithms by showing how this extends to or differs
from those in [11], [12], [13], [14], [15]. We have derived the
algorithms directly from scale-space filtering theory and
this allows us to use the theory developed for scale-space
filtering to analyze scale-space clustering algorithms and
explain the clustering process and results from the
psychophysiological perspective. Based on this point of
view, we manage to explain: 1) Why scale parameter should
be increased by a constant factor in practice. 2) Why lifetime
should be measured on a logarithmic scale. 3) Why pitchfork merging are seldom. The proposed clustering method
can also be applied to the classification of data with known
distribution containing noise or being indifferentiable.
For further research, mechanism should be devised to
separate clusters which are close to each other. Furthermore, since Gaussian scale space theory is designed to be
totally noncommittal, then it cannot take into account any
a priori information on structures which are worthy of
preserving. Such a deficiency may be improved by employing more sophisticated nonlinear scale space filters.
It should also be noted that scale-space filtering theory is
concerned with the simple conscious experience associated
with a stimulus (low-level processing), i.e., the first eye
contact between an organism and the environment. Therefore, it is a theoretical model of front-end visual system and
is not suitable for processing directly clustering problems
related to high-level perception, such as clusters in an image
with texture background or clusters with meaningful
shapes. If we want to solve these problems in a biological
setting, high-level theoretical and computational perception
models might be employed. This does not mean that scalespace clustering algorithms cannot be applied to these
problem indirectly. They may be quite useful to cluster
feature vectors retrieved from images, as shown in [11], [13].
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